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Abstract: Schizophrenia is a complex mental disease which affects about 1% of the world population. Previous
studies reported that the brain volumes of the schizophrenia patients were much smaller than normal people and many
schizophrenia susceptible genetic variants were associated with structural brain abnormalities in patients, which is
consistent with the neurodevelopmental hypothesis of the etiology of schizophrenia. Recently, two SNPs (rs2004888 and
1s452256) of GULP1 were found to be significantly associated with schizophrenia. In this study, to test whether these two
SNP of GULPI are also consistent with the neurodevelopmental hypothesis, we genotyped the two SNPs in 791 Chinese
individuals and measured their brain volumes.We found that the two SNPs have no association with brain volume,
suggesting that the etiology of schizophrenia is much more complicated.
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Tab.1 Characters and allele frequencies of rs2004888 and rs4522565
PN E SRR ICARAE A FE R IIRAREERLEE R (%)
SNP Chromosome location Alleles Minor allele Minor allele frequency(%)
1s2004888 Chr2:188864958 A:C C 5.8
rs4522565 Chr2:188906332 A:G G 24.8
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Fig. 1 Distribution plot of brain volumes
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A: The distribution of brain volumes of all the individuals; B: The distributions of brain volumes of males and females.
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Tab. 2 P values of the association tests of rs2004888 and rs4522565 with brain volume

. - ik I IEJE (SRR A FriEJE i 934k W IEJE Ltk
SNP RIFEA All itE Males Females ALL corrected Males corrected Females corrected
rs2004888 0.675 0.835 0.871 0.217 0.433 0.603
1rs4522565 0.788 0.867 0.819 0.544 0.644 0.698

FrIEJE P s T 5 AR BT IR /S ) P fE

Corrected P values means the P values corrected by body height and body weight.
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